
INTRODUCTION

Children are a particularly vulnerable population 
to indoor fungal exposure [1].

School environments can harbour complex and 
dynamic microbiomes containing [1,2]:
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Characterisation often relies on a single method 

[3,4]. This may underestimate true exposure [3,4,5]. 

Some species also carry azole resistance, a growing 

clinical concern [3,5,6]. Dual approaches capture 

viable and non-cultivable fractions. 

Objective: To compare culture and qPCR for 
assessing fungal exposure in primary schools.

METHODOLOGICAL COMPLEMENTARITY

Aspect Culture qPCR

Viability detection ✓ ✗

Non-viable fungi ✗ ✓

Resistance markers Limited ✓

Sensitivity (Aspergillus) Variable Higher

Diversity capture Morphology-limited Broader

• Cross-validation: culture verifies viability while qPCR maximises 
detection and diversity capture.

RESULTS

Aspergillus Section Detection: qPCR vs Culture
qPCR MEA (culture) DG18 (culture)
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Culture-Based Methods — Aspergillus Detection

Aspergillus Section MEA (%) DG18 (%)

A. section Fumigati 34.5% 24.3%

A. section Flavi 2.7% 7.5%

A. section Nidulantes 3.1% 15.5%

KEY FINDING

Only 1.3% of qPCR-positive Aspergillus samples were culture-
positive. Molecular methods are essential for exposure 
assessment.

KEY STATISTICS

23% of samples positive for Aspergillus 
sp. by qPCR
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