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a comparison with 

cytokinesis-block micronucleus assay results

AIMS 

The aim of this study was to evaluate if the molecular profile of previously frozen whole blood acquired by Fourier Transform Infrared

(FTIR) spectroscopy, allows to assess genotoxicity in occupational exposure to antineoplastic drugs in hospital professionals, as obtained

by the lymphocyte cytokinesis-block micronucleus (CBMN) assay.

Genotoxicity Genotoxicity [1] is an important information that should be included in human biomonitoring programs design [2]. Cytogenetic methods

are usually laborious and time-consuming [3-5], therefore, development of new molecular methods is an added value.
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CONCLUSIONS

MIR spectroscopy enabled to capture the effect of individual exposure to genotoxic compounds on defrosted whole blood, non-centrifuged

nor pre-processed with methanol, diluted only at 1/40 in NaCl solution, considering the normalized second derivative spectra between the region

of 600 to 1300 cm-1. This resulted in encouraging predictive model results with an accuracy, sensitivity and specificity of 92%, 93% and

91%, respectively. As these resulted from analyses conducted with less than 1μl of whole blood, the study presents very promising outputs for a

future and robust genotoxicity monitoring platform, being able to be applicable at a large scale.
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